[Molecular subtyping and traceability analysis of Campylobacter jejuni isolated from chicken carcasses in slaughterhouses by FAFLP].
To implement molecular subtyping and traceability analysis of Campylobacter jejuni isolated from chicken carcasses in slaughterhouses in some provinces. A total of 72 Campylobacter jejuni strains were subtyped by fluorescent amplified fragment length polymorphism with Hind Ⅲ and Hha Ⅰ. After electrophoresis results were analyzed with Gene Marker V1. 80, Cluster analysis was performed by Bio Numerics software to further establish tracing analysis database of Campylobacter jejuni. 241 polymorphic fragments were yielded among 72 islolates, while most isolates gave 80 to 100 fragments. 72 FAFLP types were yielded among 72 strains with a resolution of 100%. According to 70% similarity, 72 strains were assigned to 11 clusters. The lowest similarity between clusters was 56. 9%, and the highest similarity was 94. 9%. According to 80% similarity, cluster A could be divided into 5 sub-clusters, and cluster B was divided into 15 sub-clusters. Strains in the same sub-cluster displayed complete regional homology. FAFLP is suitable for molecular subtyping andtraceability analysis of Campylobacter jejuni for its high resolution and good regional homology of cluster analysis.